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Contact
information

Email brendan reardon@dfci.harvard.edu
GitHub brendanreardon
Twitter @brendan reardon
Website brendanreardon.com
Address (Work) 360 Longwood Ave, Longwood Center 9329, Boston, MA 02215
Phone (Work) (617) 582-8803

Education University of Limerick, Limerick, Ireland
Doctor of Philosophy in Cancer Genomics (2023 -)

Brandeis University, Waltham, MA
Bachelors of Science in Physics (2014)

Research
experience

Scientist II, March 2022 - present
Computational Biologist III, June 2019 - March 2022
Computational Biologist II, November 2017 - June 2019
Associate Computational Biologist, June 2015 - November 2017
Van Allen Laboratory, Dana-Farber Cancer Institute, Boston, MA

Associated Scientist, June 2015 - Present
Cancer Program, Broad Institute of MIT & Harvard, Cambridge, MA

Undergraduate Research Assistant, May 2012 - May 2014
Radio Astronomy Group, Brandeis University, Waltham, MA

Visiting Summer Researcher, Summer 2013
Radio Astronomy & AGN Group, University College Cork, Cork, Ireland

Undergraduate Research Assistant, Summer 2011
Astronomy Group, University of Massachusetts Lowell, Lowell, MA

Professional
experience

Visiting Software Developer, April 2016
Data Science & Data Engineering, Broad Institute, Cambridge, MA

Manager and Desktop Computing Specialist, May 2014 - May 2015
Library & Technology Services, Brandeis University, Waltham, MA

Student Manager & Help Desk Technician, April 2012 - May 2014
Library & Technology Services, Brandeis University, Waltham, MA

Technical skills Languages: Python, SQL, Bash, R, HTML, CSS, LaTeX
Tools and Frameworks: Git, Docker, Google Cloud Platform
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* designates equal contribution

Invited
presentations

”Clinical interpretation of individual patient profiles with the Molecular Oncology Al-
manac”

Veteran Affairs (VA), August 2022. Boston, MA.

”Expanding clinical actionability in individual patient profiles with the Molecular On-
cology Almanac”

Cancer Genomics Consortium (CGC), August 2022. St. Louis, MO.

”Expanding clinical actionability in individual patient profiles with the Molecular On-
cology Almanac”

American Society of Clinical Oncology (ASCO), June 2022. Chicago, IL.

”Clinical Interpretation in Precision Oncology”
All-Ireland Cancer Research Institute Workshop on Digital Health, April 2022.

Limerick, Ireland.

“Molecular Oncology Almanac, clinical interpretation of integrative molecular profiles
to guide precision cancer medicine”

The Immuno-Oncology Translational Network Moonshot, November 2020.

“A molecular oncology almanac for integrative clinical interpretation of molecular pro-
files to guide precision cancer medicine”



American Association of Cancer Research (AACR) Annual Meeting, April 2019.
Atlanta, GA.

“Feature-based clinical interpretation of whole exome and transcriptome data for pre-
cision cancer medicine”

American Association of Cancer Research (AACR) Annual Meeting, April 2018.
Chicago, IL.

“Clinical Interpretation of individual patient whole-exome and transcriptome data”
Center for Cancer Precision Medicine (CCPM), Dana-Farber Cancer Institute,

March 2018. Boston, MA.

“Clinical Interpretation of individual patient whole-exome and transcriptome data”
Cancer Program, Broad Institute, January 2018. Cambridge, MA.

“Feature-based clinical interpretation for integrative cancer genomics”
14th Annual Broad Institute Scientific Retreat, December 2017. Boston, MA.

“Computational analysis of clinically actionable genomic features: precision heuristics
for interpreting the alteration landscape (PHIAL)”

American Association of Cancer Research (AACR) Annual Meeting, April 2017.
Washington, D.C.

“Clinical Interpretation of Individual Cancer Genomes to Guide Patient Care”
Broad Institute Data Sciences & Data Engineering, May 2016

“Investigating the Proper Motions of the Blazar 1055+018”
Brandeis University Division of Science Summer Poster Symposium, Aug. 2012

Teaching
experience

Brandeis University November 2016
Guest Instructor: COSI-178a Computational Molecular Biology

Splash! November 2012 - 2016
Open Source Computational Biology (2016), Storytelling through Screenwriting
and Science (2014), Screenwriting for the Scientist (2012)

Honors &
awards

Provost’s Undergraduate Research Fund April 2013
“Probing the Relativistic Jets of Active Galactic Nuclei”, $2,500


